Seed Respiration Analyser (SRA)

Germination and Respiration Data Analyis

The SRA can support traditional seed testing, providing information unavailable through traditional means. The SRA has four discrete temperature zones, making it possible to easily compare
germination and seed respiration responses to multiple temperature regimes. Easy to use SRA data analysis tools are freely available from UCDavis, Department of Plant sciences. The analysis
software tool delivers automatically a results report as shown below.
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parameter values and statistical information from the POD analysis
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